Supplementary Figure S1 -The CCA plot visualizing the differences between blends and co-ferments. (a) All sample points and 50 % ellipses for blends (red) and co-ferments (blue). (b) The direction and magnitude of all chemical loading vectors with labels provided for those that reported an R 2 value above 0.25 and an Fstatistic above 5 for the factor "type" in ANOVA analyses. Ethyl acetate is the only chemical with a R 2 value above 0.25 that does not have a loading vector in the CCA plot above 0.25 in magnitude.
: The Bayesian ancestry profiles resulting from InStruct analyses in Knight and Goddard (2015) . The geographic regions largely represented by each inferred population are indicated above the column headings with the color referring to the colors seen in Figure 1 of Knight and Goddard (2015) . The genotypes tested in this study are highlighted. The numbers refer to the proportion of ancestry for each genotype that is attributed to each inferred population.
-This table is provided as a separate Excel spreadsheet 
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